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(a) fribatell =84 ZevE Tt 13k f”sh= @A

(b) &71 (a)&AelA 124 ZEE fibatel 3| dF2Ats Edsto] 22 A sh= @Al
(c) Z71 (h)ydAelA 224 ZEE fibetel vadd ks 7= fZ-8AE £kl 32k f”sh= @A) 2

(d) 71 (o)A 32+ 2R E fribol diidS £dsto] 43k m¥ ek dAE Eodst= AL 5Ho= 8
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A1) dolx, A7) (a)GANA FEAAZTE FE2EAYYAZZ O ~(carboxymethyl cellulose,CMC), 3f
olEE Ao A EZ Q ~(hydroxyethylcellulose,HEC), Zr&+7(xanthan gum, XG), o} (guar gum,GG), =g
Hd ¥ =& (polyvinylpyrroridone, PVP), Z}H.Z(carbopol), AFL7|Ulo|E(sodium alginate), =2
=8 F ¥¢7Ivlo]E(propylene glycol alginate) &2 o] Fojxl ellA] HeHEl 3t o]l AL EAHSR 3f= 4

T IZYE A Az

A3 3

A1ge] AA, A7l ()EANA T AAE A= ZEAE EAdle]E(alginate), LEHAEY
(maltodextrin,MD), 7]1EA(chitosan), #*(starch), EN2dZ2]F(polyethyleneglycol, PEG), Ezo}A|
H(triacetin), TEHAA Z2|ZF(propylene glycol), olHEEZ N E AEgo|E(acetyl triethyl citrate),
Egog AE#o|E(triethyl citrate), = A H(glycerin) &2 o] Fojx oA Aels s o)Akl A

2 B4om s 4F =YY FAEe A2y,

A7 4

A7 5
A1 Ao, A7) FAES FEHPAFA E(Lactobacillus sp.), V¥ =vHe|ES < (Bifidobacterium
sp.), 2ERMEFAA>  ZH(Streptococcus sp.), BTEIAZ  F(Lactococcus sp.), SNEHZIAAZ

(Enterococcus sp.), HYQFAX~ Z(Pediococcus sp.), wiAx=2%E  E(Leuconostoc sp.), H|AZ}
(Feissella sp.) 2.2 o]Fojxl oAl Aelg sl o]l AL EHOR 3= 4% IHHE Akt AWy,
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1%%§W]7LH o AR A7) Ay AP ded AAE ojgete] gdE vd IEE f
2SS Az S, Zreb7 (xantan gum), “Ei (cellulose) =+ Wl(levan)d #S T IdHFE AFE3le] 2
= ﬁ%4j X@ﬁﬂgmnm, FFAI1 (casein), #WAI®(lecithin)¥ #S U=JAS ALgsle] 35 FA”H =
Ag EHo=Z sQltt

gy A7) AAE FE kA ZH Ve B Akt xue 9Hs] ZHE S g1, Adve wHe=
Az a2 dEd, dig 2 UigsAdel 838 kA e LAl o3 A AU,

ygol g
s ZstE = A

oo ¥ WPAEE 4F ZF71% olgstel, AY, WY R WEFHl $5E £ B, HLTE,
G 9 e =94, BNd 43 298 ] ARPEe Ausons B uye estar,

#A < sE T

71k 2 AAE A flete], i dHe

((a) frabatel 84 Zehrg st 12 =gk 9,

(b) 7] (@EANA 13 ZBE Faktel] s|LdFe2ibs £EFste] 23 2t @A

(c) &71 (h)ydAelA 224 s HE fibeol vad das 7= fZ"AE st 32k A”sh= @A %

(d) 71 (o)A 32+ 2R E fribeol @iidS sl 43k mY ek dAE Eodst= AL 5Ho= §
= 42k 28" ke Al S Ale et
EF B oabge A7) Az o Azxd 4% AEE fATS Aledt

() 7] @EANA 14 TR FAT ALFENES EFshe] 24 TP WA
() 471 (AN 23 =R R Aol By A e AL EFstel 33 aPse Wl 2
(@) A7) (@AM 33 ZPE fAE] BNAS EFse] 44 TP UAR £FAE NS 5HOR @
o.

s

(anaerobe) o] B2 7]A| 2ol -F3tH Au H 9 T 9lE ]Xﬂﬂ 2] ) A=
2 R i A W IEAR A" FE&4 ZEde od dAHHAE

(carboxymethyl cellulose,CMC), 3}o]== ]Oﬂ%_‘”E'%E_Qi(hydroxyethylcellulose,HEC), ZFek4 (xanthan
gum, XG), T-oFf(guar gum,GG), ZE|v]EIE % (polyvinylpyrroridone, PVP), 7}H.Z(carbopol), A2gHL7]
Hlo]E(sodium alginate), Z22dl & <7]vlo]|E(propylene glycol alginate) 2.2 o] F o] oA AH
HE Aol wigsitt,. g wEs Al 7= é% A EAEZ Q »~(carboxymethyl cellulose,CMC), 3lo]=F A
A& 2 @ ~(hydroxyethylcel lulose,HEC), & (xanthan gum, XG), T-oFd(guar gum,GG), Z2W|d¥ =
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2= (polyvinylpyrroridone, PVP) = JF}H Z(carbopol)ol, ulHASIAE IFIEEAHYAEZO ~
(carboxymethyl cellulose,CMC), slo]=Z A€ AZ 2 Q ~(hydroxyethylcellulose,HEC), #FEFA(xanthan gum,
X&), Tobf(guar gum,GG), ZZ¥|dy=g]= (polyvinylpyrroridone, PVP) 3= 7}H Z(carbopol), 7H& wpz
A A= 2| du =8 = (polyvinylpyrroridone, PVP)o]th.

w3 A7) fAES ol AAHXE At SERRAZEA E(Lactobacillus sp.), H|YEHHEE &
(Bifidobacterium sp.), 2~ERNEFHX &(Streptococcus sp.), HEFAHAZ~ &(Lactococcus sp.), NEZTH
2~ &(Enterococcus sp.), AT LFAAX Z(Pediococcus sp.), wHx=E Z(Leuconostoc sp.), HfolAz} <&
(Weissella sp.)o& o]Fojx oA Aeld 3 olitel fakdolw, HleHASIA=  Lactobacillus
acidophilus 1DCC 3302, Lactobacillus bulgaricus, Lactobacillus casei, Lactobacillus fermentum,
Lactobacillus gasseri, Lactobacillus helveticus, Lactobacillus rhamnosus, Lactobacillus johnsonii
Lactobacillus plantrum, Lactobacillus reuteri, Bifidobacterium bifidum, Bifidobacterium breve,
Bifidobacterium infantis, Bifidobacterium lactis, Bifidobacterium Ilongum, Streptococcus faecalis,
Streptococcus faecium, Lactococcus lactis subsp. lactis, Enterococcus faecalis, Enterococcus faecium,
Pediococcus acidolacticii Pediococcus pentosaceus, Leuconostoc carnosum, Leuconostoc citreum,
Leuconostoc gasicomitatum, Leuconostoc gellidum, Leuconostoc inhae, Leuconostoc kimchii, Leuconostoc
lactis, Leuconostoc mesenteroides subsp.mesenteroides, Leuconostoc paramesenteroides, Weissella
cibaria, Weissella confusa, Weissella koreensis, Weissella soli, Weissella viridescens® ©]Fo1% ol
A AetE s ool fakdt, o welA S A= Lactobacillus acidophilus 1DCC 33029] ),

471 84 ZEve Sk wlgel 10053 Y] 0.1 S35 X 10 S35 nEs Egtete] 12 2y
o v S A SR Al 100 TS oY) S84 Z2E9 0.1 FEF WA 5 THFRE E38ta, M
w48 AE 0.1 TFE WA 0.5 SHE2 £330

ool durjdelE ZeHdyEE o] fakdte] ol W (film)7E2E FAgska V1A AdHE E4
T AEES Fola HRIHEAN 22 YA s dFEATe] AjrHo] ¢S Flsrh(E 1 #=x).
wiha] o] 7AE FEEl wel FERldIEEE K25, K-30, K-900.8 FEste] SERRAF A oA Eg T
IDCC 3302¢] 1xF :®W Y8E ZAlste] BA+E MRS agar platecllA] 242t ® 71330t

asle

Edpd£22 oAl = F 2~ IDCC 3302 A 0.1 %(w/v)E Ab

(b) 7] (a)dAlel A 12k Q| fFikatol S FE84s Efato] 221 ™= 9

471 (D)GAll A (a)AIY 12 ZYE fAbgo] | LF2AE Edtsle] 23 mE3T. A7) | EF2AE S
B4 24759 Ad 18R BEAZA RFAFES Aojdi),

A7) B LFRAS fAE w1005 thy] S LFEA 0.01 FHE WX 55FHE-, vtEAsAE 0.001
FZ2 YA 0.05 FFE, o2 uEZZs A5 0.001 FZF WA 0.005 SRz 3@t

Eowtg o] A oM I|eFEAL HF FEE AEE] Y8 ZYu|dYEYE K259 Fio wE 3
FE22 52 z3sle] FERAFTA oAEIHFEA [DCC 33029 22 ZE A=E ZAS T AFFE MRS

H
1 72t 7heisiey.

I Ay, ZEdIEEE 0.1 $(w/v)S LFEA 0.001 %(w/v)S AL-E3te] 22} ZYS StERIAE A oA E
FF2 [DCC 33029 HAAG7F 71 =A HIFE AR 3 FHx).

>~

agar plate©l

(c) 271 (h)ydANA 22 2R E fibatel e 2YAE EFete] 32k 2™ sk= @A

=

A7) 34 ZREAE dACd vEAd QS TH VA0 I"RARA, oF i 2 F8 3719 9 &
A 7171 98ks o). mlo]| 2743k (microencapsulation)oll AFEH M, A JAES 7HHE AL A7) 3%
YAZ  AgUbssie,  FAHoRE od  dAIHXE  ZA|N dU|vlo]E(alginate), CEYX
(maltodextrin,MD), 7]EAF(chitosan), H-(starch), =g d#A =2l (polyethyleneglycol, PEG), Ezlo}
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12 & o] AR SEukd S opA =
T 2% SENEFES ofAEY
YERL AR o] T
=3 k29 14 :YE fakdel SEREAs B
E 4 539 27 " frabetel] BEGAE-RS F
= 5% =49 34 :PE At fAEE 29
wgs dAlep7] A A UE
ojat, ¥ W& AAleel ofsf FAe Ayt
o os] Al W s dqalshe Ad #, 2w

ol Wgol sh7] AAjeel @A = A2 obynt

<1-1> 12 Wtz Ea) A 2 HHsE

bt 2 J@Eo] $8te] ZYA RFVe F9S Adsta 22k ZRAQ] S|EFEAT] AjtEoe] &
3 vl (binder)E AA3ACE. oju] MAI|FES FAA2] tF-Eo] H7]Ad (anaerobe) 0| B2 7] et
ol ol AE F FEEERE ALES ¢ Qe VAE AAFAY

2 dyoAs oA dHIgAR g 2 ZEHE AMSST. 2 W3y f-85tn FAds ZEHE AR
LN ALz FTH2EA P A E 2 9 ~(carboxymethyl cellulose,CMC), ol EEZ A EHAEZ QA

(hydroxyethylcellulose,HEC),
ZaMAER Fgv)dgE2 = (polyvinylpyrroridone, 1)
%,*EH]—/“E‘E/\ PN =E 2~ IDCC 3302 (Lactobacillus acidophilus IDCC 3302) W& dAldelste] +5€

¢

A5 A7rskel dsA &

G fAES Fable] AEAA,
2 %

Algum) ADe] Zejm =2 2eb7 (xanthan gum, XG), T-oF#(guar gum,GG), A3

PVP), 7}H.Z(carbopol)S X3t} A7|el ZIve

= A EEe] WY o] HEE i), U] ZEiHe 4] SER
FHF2~ IDCC 3302 (Lactobacillus acidophilus IDCC 3302) wij<¥Fed 100ml = Z+Z+ O

7]
-70C deep freezerol] 3A17F &<t YA FH}. dE 14 H

A
THY FA A A 7xste] FESAZ &, AEATE S5 M =2 AEES B AT ES 1
Aokl A2 AT
F 1
12 etz " A A AHA " A}
T8 None CMC HEC XG GG PYPK-30 Carbopol

AES D) 33.4 51.4 48.9 45.7 48.6 72.5 62.5

I Ay, [# 1]olA B vhep o] ook 9 AFEo A AFAR wol AFSHI & EZudIEE =] o
ZvEc Jdoez & AESS el AzFTAHNA FAdEE F8, T7159 AgedA g &
o

AgE EEdI &= K-300] &
Z5S Tolm ulgEN 23 ZEAQ s UF

o wel ZEnldyEyE K-25, K-30, K-900. 2 F-i-3lo] Ab7] o) x =
2~ oAl = FE2 IDCC 3302 (Lactobacillus acidophilus 1IDCC 3302) k<! 100ml =
ato], SERF A oA =d T2 IDCC 3302%

sabte] Ew

7171 R sdat
0.1g WA 0.5g ® =
12 YAt AHFFE MRS agar plateol s 24zt 3718l
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4% Q4.

£ 2
FENPIF2 oA EPE 2 IDC 3302 A8 12 ZRA AFAE A

5 PVPK-25 PVPK-30 PVPK-90
w/v(%) (x 10°CFU/g) (x 10°CFU/g) (x 10°CFU/g)
None 200 210 225
1 680 560 310
2 520 420 205
3 460 350 140
4 310 110 60
5 250 80 35

I Ay, [% 2]o4 ®BE ulel Zo], Zn|du S E K-255 SEHIEFA oA =IF A [DCC 3302 Al
0.1% AFE3IS W o d 71 2 AEATFE eI

v EeE K-268 A4 §, 22 2°

Az ZefH] gl
& AEs] S &

A
Zalo] FH A

> ot e

AQd FEEH 2d7]eY A nEAEALA FLFE 4 F= gy &8 = K-
259 wiol wWe SAFEN s Fget] HEMPATA oA EdR A IDC 33029] 27 AY RS ZAE
T, A4S MRS agar plateol A z+z+

Hrtste] FHF MAAUY. FALORE Y] HEOEAFES oA LR~
IDCC 3302 (Lactobacillus acidophilus IDCC 3302) ®jeked 100ml B ZZH|L¥ZE = K-252 0.1g WA 0
A A7pstal, s dFE4k 0.001g WA 0.005g2 H7heksict.

Z 3
EN I 2 E K259 SATEN FEAEFAY A
PVPK-25 S| YFEA FXw/v(%)
= W/ | (x 10°CFUofL. acidophilus IDCC 3302/g)
None 0.001 0.002 0.003 0.004 0.005
None 200 350 335 280 270 150
1 680 760 715 695 630 570
2 520 630 570 550 490 455
3 460 515 520 480 475 430
4 310 430 420 350 330 280
5 250 380 370 310 260 180

A3}, [ 3] oM mi= ks o], EEir|dyEEE 0.1 w/v(%) st S|LFEAE 0.001 w/v(%)E AH&-38Fe] 2
2} ZE3 FEHPAFEA oA=L FE A [DCC 33029 WA TSI AH oz 7HE A HIkE Y.

<1-3> 32 IYA AA R HHFE

O S =-3| S F 2o R 2x IHE FA tgEd YAAEES UM 7AY 2" S
F& 3719 FdS A7) S8 HA 9 3x IHAE *“éﬂ%ﬂﬂr. Aoz vy =
nlo] g 2N <3 (microencapsulation) 7] A& o] A E(alginate), YEHXEZ
(maltodextrin,MD),  7]EAF(chitosan), d%(starch) %ﬂoﬂ‘% =2 = (polyethyleneglycol, PEG)<S

ﬂ>~l_,
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o
n

o,
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I, EevdyEE-sdREqter A 24 A9y HERFEA oA =AF 2 IDCC 3302 T-EA
A7) 321 ZEAES A7) FEELAFEA ol EFFX IDCC 3302 (Lactobacillus acidophilus 1DCC 3302) Hi %kl
100ml F 0.1g A H7bste] d43A7 F 3xkm” o] HES vl 3z IRE dAE Aol dAEAA,
-70C deep freezerol 3A13F St WEAIHY. WFd 33 ZY bt AES 5AAxs9 2d3A0 &, A

ER54E S4B AEES B AFES 3 2PAR Agetsn)

¥ 4
32 ZYA ALY Ax)
T g7djo| E SEYAEY 7| EAL AR Zodeaz
2
AEE (%) 74 85 71 65 68

AN, [F4lelA B= wpeh o] 3k mgAe] wlolamflEst gt A ow 7MY £2 VAR TEH

e 3 YAQ] SEYAE-S 22 AgAR] s|gFEAe] Y HHe] A¥ass 7s] H& s
FEY skel wE YEAREY vRE 2gste] HEuRIFA opAEAS IDCC 33029 34 5Y URE X
ARk F, BHEFE MRS agar plated M 247t Briste] HF AAssinh. FAHoR 7] HEIMIFA opAE

vl e 100m] F 3] &F2Ake 0.001g WA 0.005g

F22 IDCC 3302 (Lactobacillus acidophilus IDCC 3302)
& Areha, BEYAE 0.1g U7 0.5¢2 W7

x5
AufEds drdsEde Fragay du

B LREA | HEYAED FE w/v(h)

T (x 10°CFU0fL. acidophilus IDCC 3302/g)

w/v(%) None 1 2 3 4 5
None 200 380 160 690 710 700
0.001 350 590 660 740 820 770
0.002 335 550 615 700 790 695
0.003 280 515 520 535 600 555
0.004 270 480 195 515 520 490
0.005 150 445 450 465 480 475

S AT [E 51014 e vhsh 2ol FSHEEAL 0.001 %(w/v)Sh HEHSED 0.4%(w/v)E AFE3to] 33 2
& SEAPIT A oA ERT 2 IDC 33029 WARSIE Ao b A BrEA

14> 47 @A SwEe) A W AAEE

GEnbAT oA EIRA IDC 33029) 3% THAR BEUAED 0,442 Y TR AT F, 0T g
Az 7R TEYAERS] a5 s duide SRS Adstal HAHEEE AEE] f& HEEFA
PN =E 2~ IDCC 3302 (Lactobacillus acidophilus IDCC 3302) W<} 100ml B 2g WA 10g& 27 #H7tst
o] FEHEFA o= RS IDCC 3302 44k 21Y 985 AT 5, AFE MRS agar platedl A Z4z H7}
ato] HF AAs3iv.



[0072]

[0073]

[0074]
[0075]

[0076]

[0077]

[0078]

[0079]

[0080]

[0081]

SIH=3l 10-2013-0067682

Z6
12 3 pege) A d A4 wE AEA9A5)

3% |2dEq FATY Tey

B w/iv(h) (x 10°CRU/g) (x 10°CFU/g) (x 10°CFU/g)
None 200 200 200

2 210 280 250

4 225 325 265

6 290 380 260

8 310 310 275

10 250 305 280

o A3, [ 6]A B vke; Zol, ZM|EIEEEK-25 0.1%(Gw/v), 3|LFE4 0.001%, YEUXEH
0.4%(w/v)9] HI&2 33 ZEI FEuPAFA oA =T IDCC 3302 FAl FHEMS 6%(w/v) AHESIS

) 42} Y3 FEHAFEA oA EHFE A IDCC 33029 HAFFI AF R I =4 HE Q.

m

<A d 2>

FAA A " 4 (FE-SEM) TZ#-4

7] AN 14 2AT 4F 2P FERATS opAEAT IC 33028 A4S £A Tl meh A4d
W A Fel FEA BAL ST 4% 39 4T A4S WAHoR AdAnd FEEAL dd
% 194 % 5ol vehyaic

19 % 2004 B uksh o], fabitel HNIYv el E-258 EFSE A4S, HAEA EAS Sy
dv2el K257t BEV 2 wuhe FAeUA 2YE 2e B @ 5 AATHEL). = ZenduEeE
k-259) ST R0l ERHUA FxACE JAFRA 127 U% 2UAE A4 BAT 5 Ao (E
3), BY YATEY WENLEAS Hohse] 9% St exst 47 A AYHA @A Ha(wd), v
Autow fRwMoE RS ARSHUA FAT IR wBHA FES FATH(ES)

4% FY FAA di=FAAL

0

47 A9 FEEFS opAlld A IDCC 33029 W Al AALE @eletr] S8, vjay HEwEFA
oA = T2 IDCC 33029 A S wlwslth. AAFRE 1 ton WA IANA 37T, overnight WS 313
o @A BF F, 12k 2YAR End e EeEE-25 0.1%(w/v), 22 ZRA S| %FEAL 0.001%(w/v), 32
AGA YEHAEY 0.4%(w/v), 42 ZBAL {FAEH 64w/v)E AT 45 AY fAods
AT el v FER R oA mdFA IDIC 33029 ARE S4AQ du ATl wet
ZAsH A

xz7

S YF RS ol 8T 4T AT FAb e WFAANA WA fribdt kel A AP A

2 W39 FEHATS ARET [JAFEN Ty dENAT
2 IDCC 3302 2 oA E™WEX [DCC 3302
%2 pH 4.3~4.4
kel AY#4E(x10 CFU/ml) 50
92 AFS(x10°CFU/g) 150 320
WS (%) 41.3 88

O Ay, [ 7] BE vkl o] lton BN EA], 453Y TEHPAZ A oA FE A [DCC 33027} B =ZH
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AU

FEAEF2 oAl F 2 [DCC 330200 Hle) 20 Fi Aabdo] Fdw AL fletlt

[0082] <A Ao 4>

[0083]  WjAFA(Acid tolerance)

[0084]  WAHd2 A3l F $(stomach)ol FAMFAIAZF B2 w ik (gastric acid)dl = A H&=d ol=fd 3
S AP 204 BlEE, bd 38, 2% 3", 3% Z® AT TY 45 Z® Skt v)as)
KeX = 1% I

[0085]  HT} ZAISHAl MRS #ix]o] 10 % HCl1 & H3slste] pllE 2.3, 2.5 HAg oL, dHsle AEsloen, A&
1gs Zt7be] pHE HARE MRS HiAle] @o 0AIZF, 1AIRE, 2A13F &<t ¥bgAI &, AdF 245 3.
oluf, A& A3 FAFES SFEHPATFT A E(Lactobacillus sp.) 105, v|¥X=vle| 8| 4 (Bifidobacterium
sp.) bF, 2EMEAAX & (Streptococcus sp.) 2FE Ao T AAd 39 AzFAH ug} A|FH 455
bt vlEY, 9, 2%, 3%EY fiktS Aol

2

# 8
[0086] 2wl 4T my fakdwe] WAk Azt
=3\ pH 2.3 (x10 CFU/g) pH 2.5 (x10° CFU/g)
T 0 1 2 AEE |0 1 2 AEE
Vo EAN I 4 S 0\ A S K C) Vo EANN a4 S ) A SR A € ))

H| =28 Lactobacillus acidophilus 136 61 51 37 136 64 58 42
IDCC 3302
Lactobacillus bulgaricus 85 39 35 41 85 43 40 47
Lactobacillus casei 79 37 27 34 79 40 34 43
Lactobacillus fermentum 93 42 35 37 93 43 40 43
Lactobacillus gasseri 132 63 48 36 132 70 52 39
Lactobacillus helveticus 167 74 58 34 167 82 63 40
Lactobacillus rhamnosus 191 87 62 32 191 92 73 38
Lactobacillus johnsonii 192 85 63 32 192 89 87 45
Lactobacillus plantrum 120 56 43 35 120 65 58 48
Lactobacillus reuteri 145 62 51 35 145 72 61 42
Bifidobacterium bifidum 123 55 45 36 123 72 50 40
Bifidobacterium breve 188 79 60 31 188 84 67 35
Bifidobacterium infantis 166 73 53 31 166 79 73 43
Bifidobacterium lactis 170 76 54 31 170 87 59 34
Bifidobacterium longum 171 72 61 35 171 77 70 40
Streptococcus faecalis 90 40 29 32 90 48 39 43
Streptococcus faecium 75 34 25 33 75 42 33 44
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9 Lactobacillus acidophilus 180 91 82 45 180 111 98 54
gy [1DCC 3302
Lactobacillus bulgaricus 125 68 55 44 125 76 61 48
Lactobacillus casei 145 67 57 39 145 74 65 44
Lactobacillus fermentum 122 62 59 48 122 73 65 53
Lactobacillus gasseri 148 82 65 43 148 91 74 50
Lactobacillus helveticus 171 95 74 43 171 98 80 46
Lactobacillus rhamnosus 200 102 92 46 200 113 100 50
Lactobacillus johnsonii 207 95 82 39 207 105 91 43
Lactobacillus plantrum 140 76 60 42 140 85 64 45
Lactobacillus reuteri 150 71 70 46 150 78 72 48
Bifidobacterium bifidum 141 70 65 46 141 90 72 51
Bifidobacterium breve 194 92 80 41 194 95 87 44
Bifidobacterium infantis 182 94 77 42 182 97 85 46
Bifidobacterium lactis 193 91 84 43 193 99 38 45
Bifidobacterium longum 191 92 81 42 191 102 90 47
Streptococcus faecalis 110 65 43 39 110 72 59 53
Streptococcus faecium 96 52 48 50 96 58 53 55
2% Lactobacillus acidophilus 230 150 132 57 230 150 138 60
A IDCC 3302
Lactobacillus bulgaricus 150 88 75 50 150 96 81 54
Lactobacillus casei 170 107 90 52 170 101 90 52
Lactobacillus fermentum 172 112 109 63 172 125 115 66
Lactobacillus gasseri 168 105 90 53 168 117 109 64
Lactobacillus helveticus 194 120 111 57 194 121 105 54
Lactobacillus rhamnosus 215 130 101 46 215 128 121 56
Lactobacillus johnsonii 227 115 100 44 227 125 111 48
Lactobacillus plantrum 168 105 85 50 168 110 89 52
Lactobacillus reuteri 175 98 90 51 175 113 98 56
Bifidobacterium bifidum 168 111 90 53 168 125 99 58
Bifidobacterium breve 215 132 125 58 215 138 127 59
Bifidobacterium infantis 200 120 107 53 200 135 127 63
Bifidobacterium lactis 225 131 104 46 225 141 124 55
Bifidobacterium longum 220 112 101 45 220 122 110 50
Streptococcus faecalis 135 70 63 46 135 75 70 51
Streptococcus faecium 121 72 66 54 121 75 70 57
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[0087]

[0088]
[0089]

[0090]
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3%F Lactobacillus acidophilus 260 180 162 62 260 195 182 70

) IDCC 3302
Lactobacillus bulgaricus 160 108 85 53 160 128 95 59
Lactobacillus casei 175 115 95 54 175 130 105 60
Lactobacillus fermentum 180 125 115 63 180 135 120 66
Lactobacillus gasseri 198 138 120 60 198 140 135 68
Lactobacillus helveticus 204 140 131 64 204 145 141 69
Lactobacillus rhamnosus 248 155 121 43 248 166 141 56
Lactobacillus johnsonii 277 166 145 52 277 178 155 55
Lactobacillus plantrum 205 145 120 58 205 152 141 68
Lactobacillus reuteri 207 125 120 97 207 136 130 62
Bifidobacterium bifidum 198 140 135 68 198 153 145 73
Bifidobacterium breve 279 190 180 64 279 202 198 70
Bifidobacterium infantis 280 170 157 56 280 205 185 66
Bifidobacterium lactis 275 175 154 956 275 207 174 63
Bifidobacterium longum 270 152 141 52 270 189 161 59
Streptococcus faecalis 150 32 75 50 150 108 95 63
Streptococcus faecium 132 91 86 65 132 101 92 69
Lactobacillus 300 268 235 78 300 272 258 86

4= acidophilusIDCC 3302

=g Lactobacillus bulgaricus 188 165 145 77 188 176 165 88
Lactobacillus casei 175 155 136 78 175 171 142 81
Lactobacillus fermentum 205 178 155 76 205 196 155 76
Lactobacillus gasseri 265 233 202 76 265 248 231 87
Lactobacillus helveticus 335 295 248 74 335 302 259 77
Lactobacillus rhamnosus 383 333 295 77 383 352 305 80
Lactobacillus johnsonii 423 370 318 75 423 399 318 75
Lactobacillus plantrum 240 211 188 78 240 225 204 85
Lactobacillus reuteri 290 254 222 7 290 263 248 86
Bifidobacterium bifidum 247 215 196 79 247 233 206 83
Bifidobacterium breve 377 335 294 78 377 348 304 81
Bifidobacterium infantis 333 291 276 83 333 299 289 87
Bifidobacterium lactis 340 300 281 83 340 312 295 87
Bifidobacterium longum 343 301 275 80 343 321 289 84
Streptococcus faecalis 180 156 140 78 180 167 151 84
Streptococcus faecium 150 134 115 77 150 145 138 92

2 G wEARE O, mY FAE] v Eeluld B E K255 T EN-UE
GrEY-fAU TEE AFHYE FATO oF 4050149 EE S tehpgi,

<A Ao 5>

U =gE 4 (Bile tolerance)

Xl

F2k(bile acid)> H(liver)old RbEold = mwhxubel 4% (small intestine) &= —g—ai

EM S (ileun) oA BHAl 950F5of BA] FFom Sof7he Adeds ?ﬂt} o] ¥

ol FaFe v, ety gEAdd =E2EHUS

o] AEE AelE Age BN Ml wok AAs
Al 4

r+

WX & ditste] Abgstglon, 7}7te]
S 47 HdFska, 5 Az w9k ¥
ojuf, Ao A& fAkdte HEHEFA i(Lactobacz]]us sp.) 10%, vy x=vreee 2 (Bifidobacterium

sp.) b, 2ERAEFAAXL & (Streptococcus sp.) 2% Aoz AAd 39 AzdAd wet AZxF 4534
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#Z9
[0091] 2 4o 453% AT WEEE A9
S e Aad MRS MRS+0.3% bile AL (%)

BIEA Lactobacillus 136 84 61
acidophilusIDCC 3302
Lactobacillus bulgaricus 85 45 52
Lactobacillus casei 79 40 50
Lactobacillus fermentum 93 49 52
Lactobacillus gasseri 132 57 43
Lactobacillus helveticus 167 60 36
Lactobacillus rhamnosus 191 74 39
Lactobacillus johnsonii 192 101 52
Lactobacillus plantrum 120 66 55
Lactobacillus reuteri 145 72 49
Bifidobacterium bifidum 123 60 48
Bifidobacterium breve 188 55 29
Bifidobacterium infantis 166 59 35
Bifidobacterium lactis 170 64 38
Bifidobacterium longum 171 63 36
Streptococcus faecalis 90 29 32
Streptococcus faecium 75 32 42
Lactobacillus acidophilus 180 122 63
IDCC 3302

el Lactobacillus bulgaricus 125 72 58

EA Lactobacillus casei 145 87 60
Lactobacillus fermentum 122 69 57
Lactobacillus gasseri 148 78 53
Lactobacillus helveticus 171 76 45
Lactobacillus rhamnosus 200 94 47
Lactobacillus johnsonii 207 124 60
Lactobacillus plantrum 140 86 62
Lactobacillus reuteri 150 88 59
Bifidobacterium bifidum 141 81 58
Bifidobacterium breve 194 77 40
Bifidobacterium infantis 182 83 46
Bifidobacterium lactis 193 81 42
Bifidobacterium longum 191 84 44
Streptococcus faecalis 110 49 45
Streptococcus faecium 96 45 47
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2% Lactobacillus acidophilus 230 165 72
€ IDCC 3302
Lactobacillus bulgaricus 150 97 65
Lactobacillus casei 170 115 68
Lactobacillus fermentum 172 115 67
Lactobacillus gasseri 168 109 65
Lactobacillus helveticus 194 126 65
Lactobacillus rhamnosus 215 129 60
Lactobacillus johnsonii 227 140 62
Lactobacillus plantrum 168 114 68
Lactobacillus reuteri 175 113 65
Bifidobacterium bifidum 168 107 64
Bifidobacterium breve 215 118 55
Bifidobacterium infantis 200 108 54
Bifidobacterium lactis 225 128 57
Bifidobacterium longum 220 121 55
Streptococcus faecalis 135 81 60
Streptococcus faecium 121 70 58
3% Lactobacillus acidophilus 260 208 80
€ IDCC 3302
Lactobacillus bulgaricus 160 124 78
Lactobacillus casei 175 131 75
Lactobacillus fermentum 180 138 77
Lactobacillus gasseri 198 142 72
Lactobacillus helveticus 204 144 71
Lactobacillus rhamnosus 248 178 72
Lactobacillus johnsonii 277 202 73
Lactobacillus plantrum 205 153 75
Lactobacillus reuteri 207 153 74
Bifidobacterium bifidum 198 154 78
Bifidobacterium breve 279 195 70
Bifidobacterium infantis 280 201 72
Bifidobacterium lactis 275 187 68
Bifidobacterium longum 270 180 67
Streptococcus faecalis 150 105 70
Streptococcus faecium 132 99 75
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97
97
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95
97
98
97
96
95
97
92
94
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93

ol

=

=

M
9lell Al HE upe} o] 4%

el
[=)

288
181
170
199
254
321
369
402
232
285
240
361
318
329
316
169
140

300
188
175
205
265
335
383
423
240
290
247
377
333
340
343
180
150

acidophilusIDCC 3302
Lactobacillus bulgaricus
Lactobacillus fermentum
Lactobacillus gasseri
Lactobacillus helveticus
Lactobacillus rhamnosus
Lactobacillus johnsonii
Lactobacillus plantrum
Lactobacillus reuteri
Bifidobacterium bifidum
Bifidobacterium breve
Bifidobacterium infantis
Bifidobacterium lactis
Bifidobacterium [ongum
Streptococcus faecalis
Streptococcus faecium

Lactobacillus
Lactobacillus casei

Eb A

el
7o
=<

Nm

o))
A

REEL

[s}
-70C deep freezerol

Foieh. w4

sp.)

(Lactobacillus

Ex
=

3£ 10
frakte] -70C FEA AEE

SR RE

9] cryoprotective agent® AMg-7}
(Bifidobacterium sp.) 5%, ~EEIAZL & (Streptococcus sp.) 2F< g

1]
=
e

ki3

A= AN
A&

[e]
=g Hm

<A ¢ 6>
Al A

[0093]
[0094]

o
<

[0096]

88
82
83
81
86

71
69
65
62
70

60
55
53
60
60
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52
47
45
52
53

AESE (D)
42
35
31
45
46

acidophilus 1DCC 3302
Lactobacillus bulgaricus
Lactobacillus casei
Lactobacillus fermentum
Lactobacillus gasseri

Lactobacillus




[0097]

[0098]
[0099]

[0100]

[0101]

SIHS3l 10-2013-0067682

Lactobacillus helveticus 36 45 52 68 75
Lactobacillus rhamnosus 32 44 51 67 89
Lactobacillus johnsonii 44 53 59 66 92
Lactobacillus plantrum 31 41 51 64 72
Lactobacillus reuteri 35 46 51 65 73
Bifidobacterium bifidum 49 55 60 71 36
Bifidobacterium breve 35 42 51 68 76
Bifidobacterium infantis 40 50 58 62 80
Bifidobacterium lactis 46 52 55 71 95
Bifidobacterium longum 48 55 60 72 91
Streptococcus faecalis 36 45 55 65 84
Streptococcus faecium 38 44 57 65 81

A3, AN 4FIHE FATTY AEE0] vZY FAETe] AEEHRT 36~570 SUHE AS &9 5

<A d 7>

50C AFEAZA] AEE vBlmw

R Lol kAL Flel Ak

ool A EA AHEEHA dnh. wEbA 4FaEE fAktol dell Uig g e HES ] Y3 452H
Fabtay =Y, 9, 2%, 3%3Y FATS 50TAA A7 mEAA ARAA 98E ZASNY. B
o FAsHAE 2A e F, 13 a8AR EeHdyEeE K25, 22k ZYAQ S|¢FEAL, 33 ZYAQ @
Ed2Ed 43 ZEAC A0S AYste] 98 2ASIY. tixT vaE e 98 B4FA
3 2AEA wet AT, AxE 247k AR 1ge AF S A E42 ik oW, A3l ARE
& FAFS SEULAFE A E(Lactobacillus sp.) 102, ¥ Xvbe|2]-e & (Bifidobacterium sp.) 5%, ~E®
EFA 2 & (Streptococcus sp.) 2% tFow AAld 39 AxTAd wet 45 TR E T vE2", o

d, 2%, 3TAH TS AxsS.

¥ 11
Hodb o] 4538 fATe] 50C E5AEA AEE A
Ein =2y ik | Y=Y §44 |25 2Y S35 EY A A
9 T AEE@| o AEE® | o AEER) oabto] A=
AEE (D) %)
Lactobacillus 24 35 41 52 67
acidophilus 1DCC 3302
Lactobacillus bulgaricus 32 39 41 48 61
Lactobacillus casei 35 39 43 49 63
Lactobacillus fermentum 25 32 45 51 62
Lactobacillus gasseri 29 40 52 61 70
Lactobacillus helveticus 24 35 40 42 59
Lactobacillus rhamnosus 28 39 45 51 65
Lactobacillus johnsonii 28 37 42 53 66
Lactobacillus plantrum 24 39 44 55 61
Lactobacillus reuteri 21 31 41 42 55
Bifidobacterium bifidum 31 40 43 48 61
Bifidobacterium breve 20 32 41 47 58
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Bifidobacterium infantis 19 24 29 35 48
Bifidobacterium lactis 27 35 41 52 64
Bifidobacterium longum 29 39 47 51 69
Streptococcus faecalis 41 45 52 59 72
Streptococcus faecium 46 49 55 62 78

[0102] 1 A¥, 50T EFTAx < vIZY FAkd ol vdl 453 E Aol 28~43%2] AEE] SIS

[0103] <AAd &
[0104] 2=¥W AHAAA AN

[0105] <8-1> 4FZYE Hitdod vmy, 9, 2%,

[0106] A7 A

FZ 12
[0107] 2 iyl 47 FY AT vEE, 9, 2%, 353 FAT T 4T AAA kg v

9 Al 4C AAA 44 AEE

5 0« 60 180 365¢ (%)

H| ¥ |Lactobacillus acidophilus 150 137 124 93 62
IDCC 3302
Lactobacillus bulgaricus 94 90 79 56 59
Lactobacillus casei 87 84 76 54 62
Lactobacillus fermentum 102 95 36 65 63
Lactobacillus gasseri 132 119 100 87 65
Lactobacillus helveticus 167 145 125 116 69
Lactobacillus rhamnosus 191 141 138 130 68
Lactobacillus johnsonii 211 179 142 116 54
Lactobacillus plantrum 120 96 36 72 60
Lactobacillus reuteri 145 102 92 84 57
Bifidobacterium bifidum 128 110 96 78 60
Bifidobacterium breve 188 140 126 106 56
Bifidobacterium infantis 166 142 166 100 60
Bifidobacterium lactis 170 137 119 90 52
Bifidobacterium longum 171 145 130 105 61
Streptococcus faecalis 90 83 71 52 57
Streptococcus faecium 75 68 64 52 69
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@A | Lactobacillus acidophilus 180 171 149 124 69
=g [IDCC 3302
Lactobacillus bulgaricus 125 115 102 82 66
Lactobacillus casei 145 137 119 98 63
Lactobacillus fermentum 122 111 107 85 70
Lactobacillus gasseri 148 138 128 105 71
Lactobacillus helveticus 171 161 139 126 74
Lactobacillus rhamnosus 200 192 168 144 72
Lactobacillus johnsonii 207 196 168 134 65
Lactobacillus plantrum 140 128 119 95 68
Lactobacillus reuteri 150 132 113 93 62
Bifidobacterium bifidum 141 135 121 97 69
Bifidobacterium breve 194 182 150 128 66
Bifidobacterium infantis 182 164 138 116 64
Bifidobacterium lactis 193 175 141 113 59
Bifidobacterium longum 191 179 149 127 67
Streptococcus faecalis 110 102 89 68 62
Streptococcus faecium 96 89 81 70 73
2% |Lactobacillus acidophilus 230 201 178 165 72
=g [IDCC 3302
Lactobacillus bulgaricus 150 141 125 103 69
Lactobacillus casei 170 155 132 125 74
Lactobacillus fermentum 172 154 139 129 75
Lactobacillus gasseri 168 151 139 120 72
Lactobacillus helveticus 194 179 165 147 76
Lactobacillus rhamnosus 215 188 174 165 77
Lactobacillus johnsonii 227 194 180 156 69
Lactobacillus plantrum 168 152 142 120 72
Lactobacillus reuteri 175 161 135 119 68
Bifidobacterium bifidum 168 155 147 124 74
Bifidobacterium breve 215 183 174 150 70
Bifidobacterium infantis 200 181 155 136 68
Bifidobacterium lactis 225 196 174 150 67
Bifidobacterium longum 220 191 169 156 71
Streptococcus faecalis 135 122 111 99 74
Streptococcus faecium 121 115 109 90 75
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Lactobacillus acidophilus 260 235 222 205 79
IDCC 3302
Lactobacillus bulgaricus 160 149 135 123 77
3% |Lactobacillus casei 175 163 151 136 78
3¢ |Lactobacillus fermentum 180 171 149 144 80
Lactobacillus gasseri 198 181 159 150 76
Lactobacillus helveticus 204 189 171 161 79
Lactobacillus rhamnosus 2438 226 204 198 30
Lactobacillus johnsonii 277 257 216 204 74
Lactobacillus plantrum 205 189 169 159 78
Lactobacillus reuteri 207 191 171 153 74
Bifidobacterium bifidum 198 174 166 156 79
Bifidobacterium breve 279 249 211 200 72
Bifidobacterium infantis 280 254 231 210 75
Bifidobacterium lactis 275 244 206 195 71
Bifidobacterium longum 270 251 209 197 73
Streptococcus faecalis 150 139 128 118 79
Streptococcus faecium 132 124 118 104 79
Lactobacillus acidophilusIDCC 300 291 278 272 90
3302
Lactobacillus bulgaricus 188 185 175 171 91
Lactobacillus casei 175 171 163 156 89
Lactobacillus fermentum 205 196 189 182 88
Lactobacillus gasseri 265 254 248 246 93
Lactobacillus helveticus 335 321 315 308 92
Lactobacillus rhamnosus 333 374 345 327 85
4% |Lactobacillus johnsonii 423 411 401 398 94
Y |Lactobacillus plantrum 240 236 224 217 90
Lactobacillus reuteri 290 281 270 248 85
Bifidobacterium bifidum 247 241 239 234 95
Bifidobacterium breve 377 369 349 346 91
Bifidobacterium infantis 333 321 303 301 90
Bifidobacterium lactis 340 326 311 303 89
Bifidobacterium longum 343 339 334 330 96
Streptococcus faecalis 180 177 169 165 91
Streptococcus faecium 150 149 142 140 93

[0108]

[0109]  <8-2> & wwge] 4Fz s

[e)
&
[0110] 7] AAlel 3ollA Axd & Bl 2% 4TaEE FAww I HaY, @,
o
X

2} &-(Bifidobacterium sp.)
Streptococcus sp.) 2F& Ao R 2A 4 39 AzxFA wEf 4538 AT H)
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[0111] 2 od o] 4753y AT v EY, 9, 2%, 353 fA T 16T BAIA A vl
9 Al 15C AAA AAA AES
G5 0 6021 1809 3652 (%)

Y38 |Lactobacillus acidophilus 150 135 104 81 54
IDCC 3302
Lactobacillus bulgaricus 94 88 69 49 52
Lactobacillus casei 87 82 69 52 59
Lactobacillus fermentum 102 90 77 54 52
Lactobacillus gasseri 132 113 97 79 59
Lactobacillus helveticus 167 140 122 109 65
Lactobacillus rhamnosus 191 121 97 89 46
Lactobacillus johnsonii 211 115 149 125 59
Lactobacillus plantrum 120 90 72 66 55
Lactobacillus reuteri 145 97 86 76 52
Bifidobacterium bifidum 128 105 94 63 49
Bifidobacterium breve 188 130 121 103 54
Bifidobacterium infantis 166 137 111 93 56
Bifidobacterium lactis 170 125 117 92 54
Bifidobacterium longum 171 142 120 100 58
Streptococcus faecalis 90 82 72 51 56
Streptococcus faecium 75 67 60 39 52

@A | Lactobacillus acidophilusIDCC 180 169 125 106 59

sy 3302
Lactobacillus bulgaricus 125 114 90 71 57
Lactobacillus casei 145 133 110 91 63
Lactobacillus fermentum 122 111 89 63 56
Lactobacillus gasseri 148 135 112 94 64
Lactobacillus helveticus 171 160 137 117 69
Lactobacillus rhamnosus 200 184 120 102 51
Lactobacillus johnsonii 207 189 149 130 63
Lactobacillus plantrum 140 120 101 79 57
Lactobacillus reuteri 150 136 103 34 56
Bifidobacterium bifidum 141 125 95 74 53
Bifidobacterium breve 194 171 135 114 59
Bifidobacterium infantis 182 157 131 109 60
Bifidobacterium lactis 193 169 139 111 58
Bifidobacterium longum 191 174 142 120 63
Streptococcus faecalis 110 101 89 66 60
Streptococcus faecium 96 85 71 53 56
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2% |Lactobacillus acidophilusIDCC 230 201 191 174 76
2y [3302
Lactobacillus bulgaricus 150 137 111 94 63
Lactobacillus casei 170 164 135 115 63
Lactobacillus fermentum 172 152 128 108 63
Lactobacillus gasseri 168 158 139 119 71
Lactobacillus helveticus 194 175 164 143 74
Lactobacillus rhamnosus 215 184 142 120 56
Lactobacillus johnsonii 227 201 179 156 69
Lactobacillus plantrum 168 153 129 107 64
Lactobacillus reuteri 175 152 127 108 62
Bifidobacterium bifidum 168 148 131 100 60
Bifidobacterium breve 215 189 160 141 66
Bifidobacterium infantis 200 174 151 136 68
Bifidobacterium lactis 225 199 161 146 65
Bifidobacterium longum 220 187 170 151 69
Streptococcus faecalis 135 123 109 91 68
Streptococcus faecium 121 111 94 76 63
3% |Lactobacillus acidophilus 260 241 222 208 80
=g | IDCC 3302
Lactobacillus bulgaricus 160 149 138 110 69
Lactobacillus casei 175 161 145 126 72
Lactobacillus fermentum 180 171 150 120 67
Lactobacillus gasseri 198 179 166 144 73
Lactobacillus helveticus 204 189 177 153 75
Lactobacillus rhamnosus 2438 225 179 158 64
Lactobacillus johnsonii 277 240 221 199 72
Lactobacillus plantrum 205 189 169 147 72
Lactobacillus reuteri 207 195 171 140 68
Bifidobacterium bifidum 198 170 155 126 64
Bifidobacterium breve 279 256 221 198 71
Bifidobacterium infantis 280 264 241 201 72
Bifidobacterium lactis 275 251 225 189 69
Bifidobacterium longum 270 259 230 197 73
Streptococcus faecalis 150 140 132 108 72
Streptococcus faecium 132 111 102 88 67
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Lactobacillus acidophilusIDCC 300 281 255 266 88
4% |3302
s1¥) |Lactobacillus bulgaricus 138 175 165 162 36
Lactobacillus casei 175 166 153 149 84
Lactobacillus fermentum 205 186 178 174 84
Lactobacillus gasseri 265 244 135 226 85
Lactobacillus helveticus 335 298 285 272 81
Lactobacillus rhamnosus 333 358 335 318 33
Lactobacillus johnsonii 423 397 371 360 85
Lactobacillus plantrum 240 222 204 198 82
Lactobacillus reuteri 290 272 261 250 36
Bifidobacterium bifidum 247 236 217 201 81
Bifidobacterium breve 377 354 335 329 87
Bifidobacterium infantis 333 318 297 276 82
Bifidobacterium lactis 340 314 282 271 79
Bifidobacterium longum 343 302 299 277 80
Streptococcus faecalis 180 175 152 143 79
Streptococcus faecium 150 148 139 129 36
I Ay, 15T RS 36597F A&k & 2 o] 4538 fAtY ¥ ZE fA f 5 AEAFE B
g A3, 2 3] 453 ko]l v EE fAkrel Hlske] oF 30~40% AEEo] =AUt
<8-3> & W] 4F3Y fiktd HlEY, 9, 2%, 3FFAY Akt 25T AAIA g Hladd
g71 A el 3olM AlxE 2 HEWM gt ST Ay it} vAEw fabds 365§t 25T X
5, A Ao wEt 95 1g B FAbrTE SAsY 2 AAE (R 1410 Z1AEST. old, AF el ALE
St Akt gEHEF #(Lactobacz]]us sp.) 10, wI =vte8lS & (Bifidobacterium sp.) 5%, 2~E¥
E3AZL & (Streptococcus sp.) 2FS Ao E AAd 39 AzxzgAo wet 2 LYo 4539 ik H
Y, 94, 2%, 3FIY FAaTE Ax3GIT
7% 14
4TaRE frakta ) vEE, W, 2%, 3559 fabtaie) 25T A4 ok mladd
9 Al 25C AAA A AEE
L 0 | e0a | 180y [ 3659 (%)
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39 |Lactobacillus acidophilus 150 120 89 75 50
IDCC 3302
Lactobacillus bulgaricus 94 73 54 46 48
Lactobacillus casei 87 75 64 50 57
Lactobacillus fermentum 102 79 60 51 50
Lactobacillus gasseri 132 106 87 75 56
Lactobacillus helveticus 167 124 106 100 59
Lactobacillus rhamnosus 191 113 82 70 36
Lactobacillus johnsonii 211 160 137 121 57
Lactobacillus plantrum 120 78 55 54 45
Lactobacillus reuteri 145 92 74 61 42
Bifidobacterium bifidum 128 97 92 51 39
Bifidobacterium breve 188 120 105 96 51
Bifidobacterium infantis 166 127 96 77 46
Bifidobacterium lactis 170 116 97 70 41
Bifidobacterium longum 171 128 106 91 53
Streptococcus faecalis 90 81 57 39 43
Streptococcus faecium 75 62 50 46 61
Lactobacillus acidophilus 180 161 124 93 52
IDCC 3302
Lactobacillus bulgaricus 125 101 81 62 50
Lactobacillus casei 145 122 101 85 59
=S| Lactobacillus fermentum 122 100 82 62 51
A Lactobacillus gasseri 148 126 101 84 57
Lactobacillus helveticus 171 155 119 102 60
Lactobacillus rhamnosus 200 152 125 76 38
Lactobacillus johnsonii 207 169 140 122 59
Lactobacillus plantrum 140 120 88 65 47
Lactobacillus reuteri 150 113 89 67 45
Bifidobacterium bifidum 141 120 80 59 42
Bifidobacterium breve 194 158 124 100 52
Bifidobacterium infantis 182 161 109 85 47
Bifidobacterium lactis 193 152 101 81 42
Bifidobacterium longum 191 145 123 105 55
Streptococcus faecalis 110 92 70 49 45
Streptococcus faecium 96 90 82 59 62
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Lactobacillus acidophilus 230 179 140 121 53
IDCC 3302
Lactobacillus bulgaricus 150 123 99 78 52
2% Lactobacillus casei 170 134 125 102 60
A Lactobacillus fermentum 172 150 116 91 53
Lactobacillus gasseri 168 146 119 97 58
Lactobacillus helveticus 194 169 145 120 62
Lactobacillus rhamnosus 215 174 109 36 40
Lactobacillus johnsonii 227 175 159 136 60
Lactobacillus plantrum 168 132 110 80 43
Lactobacillus reuteri 175 155 115 82 47
Bifidobacterium bifidum 168 142 120 73 44
Bifidobacterium breve 215 179 135 116 54
Bifidobacterium infantis 200 177 111 98 49
Bifidobacterium lactis 225 182 131 101 45
Bifidobacterium longum 220 169 145 123 56
Streptococcus faecalis 135 105 90 62 46
Streptococcus faecium 121 102 99 76 63
Lactobacillus acidophilus 260 231 190 161 62
IDCC 3302
Lactobacillus bulgaricus 160 134 119 96 60
Lactobacillus casei 175 152 131 119 63
3% Lactobacillus fermentum 180 160 130 109 61
S Lactobacillus gasseri 198 174 155 132 67
Lactobacillus helveticus 204 169 136 106 52
Lactobacillus rhamnosus 2438 201 194 161 65
Lactobacillus johnsonii 277 221 165 138 50
Lactobacillus plantrum 205 165 130 102 50
Lactobacillus reuteri 207 174 120 99 43
Bifidobacterium bifidum 198 162 140 112 57
Bifidobacterium breve 279 241 195 161 58
Bifidobacterium infantis 280 245 202 159 57
Bifidobacterium lactis 275 229 192 165 60
Bifidobacterium longum 270 239 198 148 55
Streptococcus faecalis 150 129 98 87 58
Streptococcus faecium 132 112 106 38 67
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Lactobacillus helveticus

Lactobacillus bulgaricus
Lactobacillus fermentum

Lactobacillus gasseri
Lactobacillus rhamnosus
Lactobacillus johnsonii
Lactobacillus plantrum
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39 |Lactobacillus acidophilus 150 110 75 62 41
IDCC 3302
Lactobacillus bulgaricus 94 73 39 38 40
Lactobacillus casei 87 60 59 43 49
Lactobacillus fermentum 102 63 55 42 40
Lactobacillus gasseri 132 92 77 66 49
Lactobacillus helveticus 167 104 96 90 53
Lactobacillus rhamnosus 191 103 76 55 26
Lactobacillus johnsonii 211 155 129 95 49
Lactobacillus plantrum 120 63 46 36 30
Lactobacillus reuteri 145 83 68 35 24
Bifidobacterium bifidum 128 96 87 56 45
Bifidobacterium breve 188 115 91 71 37
Bifidobacterium infantis 166 105 76 50 30
Bifidobacterium lactis 170 98 75 35 20
Bifidobacterium longum 171 118 91 75 43
Streptococcus faecalis 90 75 47 32 36
Streptococcus faecium 75 60 43 37 50

o | Lactobacillus acidophilus 180 152 108 77 43

=g [IDCC 3302
Lactobacillus bulgaricus 125 101 88 55 44
Lactobacillus casei 145 115 109 75 52
Lactobacillus fermentum 122 95 80 52 43
Lactobacillus gasseri 148 112 106 75 51
Lactobacillus helveticus 171 134 125 92 54
Lactobacillus rhamnosus 200 152 91 58 29
Lactobacillus johnsonii 207 169 136 105 51
Lactobacillus plantrum 140 110 81 47 34
Lactobacillus reuteri 150 125 79 39 26
Bifidobacterium bifidum 141 103 96 66 47
Bifidobacterium breve 194 154 110 77 40
Bifidobacterium infantis 182 155 126 90 35
Bifidobacterium lactis 193 142 78 48 25
Bifidobacterium longum 191 149 110 85 45
Streptococcus faecalis 110 92 70 44 40
Streptococcus faecium 96 85 71 49 52
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Lactobacillus acidophilus 230 184 140 110 48
IDCC 3302
Lactobacillus bulgaricus 150 132 112 73 49
Lactobacillus casei 170 153 131 96 57
Lactobacillus fermentum 172 154 112 32 48
Lactobacillus gasseri 168 141 128 94 56
Lactobacillus helveticus 194 162 130 114 59
2% |Lactobacillus rhamnosus 215 167 105 73 34
Y |Lactobacillus johnsonii 227 184 151 127 56
Lactobacillus plantrum 168 132 90 65 39
Lactobacillus reuteri 175 135 85 54 31
Bifidobacterium bifidum 168 142 116 34 50
Bifidobacterium breve 215 162 123 96 45
Bifidobacterium infantis 200 152 115 82 41
Bifidobacterium lactis 225 169 109 72 32
Bifidobacterium longum 220 170 140 107 49
Streptococcus faecalis 135 113 91 56 42
Streptococcus faecium 121 106 92 65 54
3% |Lactobacillus acidophilus 260 221 189 150 58
=g | IDCC 3302
Lactobacillus bulgaricus 160 142 132 9 59
Lactobacillus casei 175 161 147 117 67
Lactobacillus fermentum 180 152 135 102 57
Lactobacillus gasseri 198 174 152 128 65
Lactobacillus helveticus 204 182 160 138 63
Lactobacillus rhamnosus 2438 162 142 104 42
Lactobacillus johnsonii 277 233 209 188 68
Lactobacillus plantrum 205 169 136 96 47
Lactobacillus reuteri 207 152 115 82 40
Bifidobacterium bifidum 198 174 144 114 58
Bifidobacterium breve 279 201 185 159 57
Bifidobacterium infantis 280 223 177 148 53
Bifidobacterium lactis 275 205 171 121 44
Bifidobacterium longum 270 221 180 140 52
Streptococcus faecalis 150 132 106 34 56
Streptococcus faecium 132 110 101 76 58
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Bifidobacterium infantis
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